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¥ M1 BE: Pasteurella multocida

H¥ M2 BE: Staphylococcus aureus subsp. aureus

Staphylococcus aureus subsp. aureus (MSSA)
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¥ M3 [BTE: Arcanobacterium haemolyticum
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Bilophila wadsworthia

%M 2: Proteus mirabilis

%M 3: Legionella pneumophila subsp. pneumophila
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