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MEMRE

M1 BI%E: Enterococcus casseliflavus
M2 E%E: Pseudomonas aeruginosa
M2 521 CAZ: it

M2 &2 MEPM: S£5t

M2 B2 AMK: S5t

M2 &3 CPFX: SE&tH

% 3 FE(HERE]:

Moraxella osloensis Moraxella sp.

WMAEMERER

R 1: Edwardsiella tarda
5% 2: Neisseria gonorrhoeae

2R 3: Sporothrix schenckii
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BIEE BEERIEFERE- AT/ OEY Alc BREBEE
FLEA# (YT YRS BiZEE

234 234 E
BiEE BiZ{E
SN 0.8 sEH 94
1.7-Bil 2 3.7 9.Gluc a2 293
RS 0.9 L3 115
R Al 16.3 EER Al 5.6
2.BUN 2 50.3 10.TP slAt2 8.0
A3 19.2 A3 6.5
R Al 0.94 Al 35
3.Crea shEl2 5.82 11.Alb FlFt2 5.0
K3 1.18 sH3 3.6
Rl 3.5 Rl 7.1
4.UA A2 9.6 12.Ca slF2 10.9
S 4.8 L3 8.9
ERR Al 133 XAl 3.6
5.T-Cho 2 244 13.iP a2 8.9
RS 173 U3 3.4
R Al 104 EER Al 127
6.TG k2 206 14.Fe a2 206
RS 129 L3 77
FER S 5] 51 EER Al 140
7.HDL (£%21) si¥l6 45 15.Na slrt2 157
a7 62 A3 141
FLH3 51 R A 45
7.HDL (3F1R) sh¥le 40 16.K 2 6.7
a7 53 A3 4.2
A3 48 Rl 100
7.HDL (F03t) sh¥le 39 17.Cl a2 119
7 52 U3 105
sE3 49 R Al 33
7.HDL (F Vh4EHT) sKHle 40 18.AST RF2 148
a7 56 A3 31
FER 5] 54 EER Al 34
7.HDL (Y—*YR) sRHl6 42 19.ALT g2 156
sRL7 55 L3 25
S 56 R 68
7.HDL (N'v4937Y) sHHl6 47 20.ALP (IFCC;%) 2 157
a7 65 A3 103
RS 51 R Al 39
7.HDL (Y/TAM) siFle 45 21.y-GT Filrt2 139
A7 62 A3 58
A3 51 sl 160
7.HDL (R#FEE) sh¥le 45 22 LD (IFCC;%) a2 387
7 62 A3 189
A3 50 Rl 78
7.HDL (BY1) sh¥le 39 23.AMY 2 281
sR7 53 U3 85
FERE 2] 99 EER Al 179
8.LDL (£%&1) R Fl6 94 24.CK a2 446
sRL7 129 L3 133
RS 92 EER Al 272
8.LDL (3+YA&) sRHl6 89 25.Che A2 376
a7 120 A3 245
RS 99 R Al 0.38
8.LDL (F0¥#t) si¥le 101 26.CRP slrt2 4.16
A7 134 A3 1.66
A3 110 sit4 5.8
8.LDL (7 VhEHh) =6 | 107 27HbAle HPLCT—9L4) S5 9.9
7 149 . R4 5.9
T 96 27.HbA1c (HPLCEY) =tH15 101
8.LDL (Y—»*YR) sile 91 iy s shkla 6.0
Sty 135 27.HbAlc (FRiELLAER) S5 103
EER 5] 105 . sr4 5.8
8.LDL (A'943Y) =6 95 27HbAle (BEFRIE) R 10.0
sLRL7 132
RS 100
8.LDL (V¥/TAM) L6 94
a7 129
RS 93
8.LDL (BY1) sile 91
7 123
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234E 235 E
BiZ{E BiZ{E
gk 0.8 aRH 0.8
1.T-Bil fd2 3.7 1.T-BIl a2 3.5
A3 0.9 A3 0.9
itk 15.8 Rl 15.2
2.BUN a2 49.4 2.BUN FR2 42.8
RS 19.2 a3 19.2
stk 0.72 s 0.79
3.Crea a2 4.44 3.Crea airl2 5.39
A3 1.18 SRS 1.18
R o 45 s 3.8
4.UA 2 11.4 4.UA alRl2 9.5
A3 4.8 ERR 48
M 132 Rl 149
5.T-Cho 2 246 5.T—-Cho a2 248
s 173 RS 173
o 103 R Al 106
6.TG H2 217 6.TG a2 216
A3 129 a3 129
s 50 RS 42
7.HDL FlHle 40 7.HDL ERR A0 30
7 51 a7 37
At 94 st 92
9.Gluc a2 289 9.Gluc airl2 313
A3 115 ER 5 115
R 5.0 sl 4.3
10.TP 2 6.9 10.TP siRl2 5.7
s 6.5 RS 6.5
ety 3.9 R 3.4
11.Alb g2 55 11.Alb a2 5.5
s 3.6 sRLS 3.6
ik 7.1 Rt Al 1.5
12.Ca g2 11.3 12.Ca a2 1.6
A3 8.9 A3 8.9
stk 3.7 s 3.9
13.iP a2 8.9 13.iP Fort2 9.1
lHs 3.4 shakls 3.4
A 141 sl 140
15.Na a2 161 15.Na aiRl2 158
ER K] 141 A3 141
FRe | 4.5 sl 4.7
16.K A2 7.0 16.K a2 6.9
A3 4.2 SRS 4.2
i 96 SR 99
17.Cl a2 117 17.Cl a2 128
s 105 FRLS 105
i 43 R Al 25
18.AST a2 188 18.AST a2 149
FF3 31 a3 31
stk 38 s 25
19.ALT A2 157 19.ALT FRl2 159
A3 25 3 25
A 63 st 64
20.ALP 2 124 20.ALP aiRl2 146
A3 103 SRS 103
A 22 St 24
21. v -GT 2 80 21. v -GT a2 82
s 58 RS 58
i 115 R Al 82
22.LD a2 267 22.LD a2 232
A3 189 A3 189
sk 74 Rt 62
23.AMY a2 240 23.AMY FR2 253
A3 85 a3 85
stk 176 s 145
24.CK a2 449 24.CK aiorl2 410
A3 133 43 133
A 274
25.Che a2 350
A3 245
A 0.33
26.CRP A2 4.80
a3 1.66




