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M1 RI%E Aerococcus urinae
Staphylococcus aureus subsp. aureus
M2 [EE
Staphylococcus aureus subsp. aureus (MRSA)
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- Roseomonas mucosa, Roseomonas gilardli,
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Roseomonas sp.
E%fE 1 Campylobacter jejuni subsp. jejuni
ﬁiﬂi% ﬁi*ﬁ*ﬁ E% R 2 Clostridium perfringens
=M 3 Microsporum gypserum, Microsporum sp.
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